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1 U TIILT Ly 7 RIBE singleplex, single-gene 10%
test
2 TILF 7Ly 7 ZIEE multiplex, multi-gene test,

with next generation sequencing (NGS),

2-1 X—47y h¥—2o TR targeted gene
sequencing. v b XKy b/ hot-spot panel
test. 7> 7 Yoy -2 T X amplicon

sequencing/ Y 7L % A L PCR:

2-1-1 Oncomine target test multi CDx system (ODxTT) (2-)5 (20-)30

2-1-2 AmoyDx (2-)4 (20-)30
2-1-3 Compact panel Dx (2-)5 5
2-1-4 MSI 3 50
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2-2 BELFRIFNTAT7 7AVRE, BT/ L7077

A1) v 713 complehensive genomic profiling

(CGP)
2-2-1 FoundationOne CDx, F1, (Fluid) (20-)30
2-2-2 NCC oncopanel 20
2-2-3 GenMineTOP, 20
2-2-4 Guardant360 CDx (Fluid)
2-3 2T 7 — LM whole exome sequencing

(WES)
2-4 247/ LRI whole genome sequencing (WGS)
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